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Introduction Methods Results

Questions

» How consistent is the detection of effects of
natural and pollutant factors on the
temperate reef by eDNA and traditional
methods?

» How much more information does the holistic
approach of using eDNA provide compared
with more traditional methods?

Discussion

Outlook
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Fig. 1. Diagrammatic depiction of survey methods.

Based on Fig 1 from Gilbey et al., 2021 & Edgar et al., 2020
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» DistLM: Distance based Linear Model > <« (Primer) routine for analysing [...] the
between a multivariate data cloud (resemblance matrix) and one or more predicto

/ \

Assemblages Environmental &
(OTUs/infauna/epifauna/ Pollutants variables
RLS)

—Based on the null hypothesis of no relationship = detects the potential effect of an environme
variable on a community, gives the % of variation within the community explained by that variable

100% variability observed
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1 |
Y Y | = From the remaining
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Assemblages

Sensitive to potential impact of pollutants and
environmental factors

» Discrepancy in reef vs sediment results

- Analysis to be redone but likely to show
same results
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Editorial

» “It is expected that the new method is “safe

” L. . Environmental DNA for biomonitoring
to use” only if it provides the same or almost

same results as the conventional one. Jan Pawlowski*>*® | Aurélie Bonin® | Frédéric Boyer® | Tristan Cordier*® |
However, obtaining such perfect congruence Pierre Taberlet™”

is often impossible because the character of et oo P st S e o

data is very different ” pawlowski et al., 2021 S G et

*Labarataire d'Ecolopie Alpine (LECA] CHRS, Unfesrsite Grenoble Alps:, Grencble, France
*NORCE Climate, MORCE Morsvegian Ressarch Centre A5, Bjerknes Centre for Chmate Research, Berpen, Morway
TTromse Museum, UiT - The Arctic University of Morvway, Tromsa, Morsay

» Future of biomonitoring as noted back in 2015 oo, e f et rd o Uy f e, G, iond
by Thomsen et Willersev \

Contents lists available at ScienceDirect TR AL

. . o . Biological C ti
Efforts in standardization, building reliable tological Lonservation

databases and inter-calibration have been

made since, successfully establishing eDNA as Special Issue Article: Environmental DNA

a revolutionising tool. Environmental DNA - An emerging tool in conservation for monitoring ,@Cm”m
past and present biodiversity

journal homepage: www.elsevier.com/locate/biocon

Philip Francis Thomsen, Eske Willerslev *

Centre for Geolenetics, Notural History Museumn of Denmark, University of Copenhaogen, @ster Voldpade 5-7, DE-1350 Copenhagen, Denmark
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